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text "wrapped" to the next line 
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Deleted: f invalid beginning/end-of-file text ; page numbers 
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Moved responses to same line as heading/numeric identifier, specifically: 



Other: 
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IFWP 
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3 <110> APPLICANT: Martinussen, Jan 

4 Defoor, Els Marie Celine 

6 <120> TITLE OF INVENTION: Orotate Transporter Encoding Marker Genes 
8 <130> FILE REFERENCE: 10556. 204-US 



C--> 


10 


<140> CURRENT APPLICATION NUMBER: US/10/586,932 












c--> 


10 


<141> CURRENT FILING DATE: 2006- 


-07-21 


















10 


<160> NUMBER OF 


SEQ 


ID NOS: 


22 






















12 


<170> SOFTWARE: 


Patentln version 3.3 


















14 


<210> SEQ ID NO 


• 1 




























15 


<211> LENGTH: 921 




























16 


<212> TYPE: DNA 






























17 


<213> ORGANISM: 


Lactococcus 


lactis 




















20 


<220> FEATURE: 






























21 


<221> NAME/KEY: 


CDS 




























22 


<222> LOCATION: 


(1) 


. . (921) 
























23 


<223> OTHER INFORMATION 


: Orotate transporter encoding ORF 








25 


<400> SEQUENCE: 


1 




























26 


atg tat att tac 


eta 


get 


ttt 


gca 


tta 


gtt 


ggc 


ggt 


ttt 


tta 


ctt 


get 


48 




27 


Met Tyr lie Tyr 


Leu 


Ala 


Phe 


Ala 


Leu 


Val 


Gly 


Gly 


Phe 


Leu 


Leu 


Ala 






28 


1 


5 










10 










15 








30 


aat caa aat cca 


ate 


aat 


gcg 


gat 


tta 


cga 


aaa 


att 


gtt 


ggc 


tea 


cca 


96 




31 


Asn Gin Asn Pro 


He 


Asn 


Ala 


Asp 


Leu 


Arg 


Lys 


He 


Val 


Gly 


Ser 


Pro 






32 


20 










25 










30 










34 


ttt ttg gcc tct 


gga 


att 


tec 


aac 


ttt 


gtt 


ggt 


teg 


att 


ttt 


tta 


gga 


144 




35 


Phe Leu Ala Ser 


Gly 


He 


Ser 


Asn 


Phe 


Val 


Gly 


Ser 


He 


Phe 


Leu 


Gly 






36 


35 








40 










45 












38 


att ate act tta 


gtg 


ace 


agt 


caa 


aca 


ctt 


ttt 


cct 


agt 


ttt 


caa 


ttt 


192 




39 


He He Thr Leu 


Val 


Thr 


Ser 


Gin 


Thr 


Leu 


Phe 


Pro 


Ser 


Phe 


Gin 


Phe 






40 


50 






55 










60 














42 


gtt ggc tea cac 


cca 


gta 


tgg 


ata 


tgg 


att 


ggt 


ggg 


gtt 


ctt 


ggt 


ggg 


240 




43 


Val Gly Ser His 


Pro 


Val 


Trp 


He 


Trp 


He 


Gly 


Gly 


Val 


Leu 


Gly 


Gly 






44 


65 




70 










75 










80 






46 


att ttt eta aca 


tct 


aat 


gtt 


tta 


ctt 


ttc 


cca 


aga 


tta 


gga 


get 


gtc 


288 




47 


He Phe Leu Thr 


Ser 


Asn 


Val 


Leu 


Leu 


Phe 


Pro 


Arg 


Leu 


Gly 


Ala 


Val 






48 




85 










90 










95 








50 


caa acg gtg att 


tta 


cct 


att 


ttg 


ggt 


cga 


ata 


ttg 


atg 


ggg 


aca 


ctt 


336 




51 


Gin Thr Val He 


Leu 


Pro 


He 


Leu 


Gly 


Arg 


lie 


Leu 


Met 


Gly 


Thr 


Leu 






52 


100 










105 










110 










54 


att gat tea ttt 


ggc 


tgg 


ttt 


cat 


gcc 


atg 


caa 


ctt 


ccg 


atg 


act 


ctg 


384 




55 


He Asp Ser Phe 


Gly 


Trp 


Phe 


His 


Ala 


Met 


Gin 


Leu 


Pro 


Met 


Thr 


Leu 






56 


115 








120 










125 












58 


atg cgc ttt ttg 


gga 


gtt 


ate 


att 


act 


tta 


get 


ggg 


gtt 


att 


gtc 


gcg 


432 




59 


Met Arg Phe Leu 


Gly 


Val 


lie 


He 


Thr 


Leu 


Ala 


Gly 


Val 


lie 


Val 


Ala 
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b U 




1JU 










j. j j 










140 












o z 




gcE 


ccc 


cct 


aat 


tta 


aaa 


gaa 


aaa 


gaa 


gca 


gaa 


acg 


cac 


r* a a 




4ft 0 

*± O \J 


a i 

O J 


vai 


vai 


Leu 


Pro 


Asn 


Leu 


Lys 


Glu 


Lys 


Glu 


Ala 


Glu 


Thr 


His 


oxn 


TViv 




C A 


145 










150 










155 










lb U 




bo 


aac 


tta 


eta 


ggc 


tgg 


cga 


-.4-4- 

au z 


tgg 


gcg 


gtc 


ate 


gtt 


ggg 


gca 


acg 


teg 


COD 


C 1 

b / 


Asn 


Leu 


Leu 


Cjiy 


Trp Arg 


lie 


Trp Ala Val 


He 


Val 


Gly Ala 


Met 


Ser 




68 










165 










170 










175 






70 


get 


get 


caa 


caa 


gca 


att 


aat 


ggc 


aga 


ttg 


gga 


gtt 


tta 


ctt 


gaa 


aac 


r> /b 


71 


TV 1 _ 

Ala 


Ala 


Gin 


Gin 


Ala 


He 


Asn 


Gly Arg Leu Gly Val 


Leu 


Leu 


Glu 


Asn 




72 








180 










185 










190 








•"7 A 


act 


gca 


caa 


gca 


acc 


ttt 


gtt 


teg 


ttc 


ttc 


att 


gga 


ttt 


tta 


get 


att 


OZ*± 


75 


Thr 


Ala 


Gin 


Ala 


Thr 


Phe 


Val 


Ser 


Phe 


Phe 


He 


Gly 


Phe 


Leu 


Ala 


He 




76 






195 










200 










205 










78 


ttt 


ate 


gtg 


tct 


ctt 


ttt 


att 


gac 


cgc 


cgt 


ttg 


cca 


aaa 


att 


tea 


gaa 


CHI 


79 


Phe 


lie 


val 


Ser 


Leu 


Phe 


He 


Asp 


Arg 


Arg 


Leu 


Pro 


Lys 


He 


Ser 


Glu 




80 




210 










215 










220 












82 


tta 


aaa 


aaa 


gca 


aaa 


cct 


tgg 


aat 


gga 


att 


ggt 


gga 


ttt 


tta 


gga 


gee 


1 O C\ 


o o 
oj 


Leu 


Lys 


Lys 


Ala 


Lys 


Pro 


Trp 


Asn 


Gly 


He 


Gly Gly 


Phe 


Leu Gly Ala 




84 


225 










230 










235 










240 




86 


tea 


ate 


gtt 


ttt 


gca 


aca 


gtc 


gtt 


get 


gtt 


ccg 


caa 


att 


ggt 


gca 


ggg 


768 


87 


Ser 


He 


Val 


Phe 


Ala 


Thr 


Val 


Val 


Ala 


Val 


Pro 


Gin 


He Gly Ala Gly 




88 










245 










250 










255 






90 


ctg 


aca 


att 


atg 


atg 


ggc 


ttg 


att 


gga 


caa 


att 


tta 


ggc 


agt 


atg 


ttg 


816 


91 


Leu 


Thr 


He 


Met 


Met 


Gly Leu 


He 


Gly Gin 


He 


Leu 


Gly 


Ser 


Met 


Leu 




92 








260 










265 










270 








94 


gtt 


caa 


caa 


ttt 


ggt 


tgg 


tgg 


cgc 


tea 


agt 


aaa 


tat 


ggc 


att 


caa 


att 


864 


95 


Val 


Gin 


Gin 


Phe 


Gly Trp Trp 


Arg 


Ser 


Ser 


Lys 


Tyr 


Gly 


He 


Gin 


lie 




96 






275 










280 










285 










98 


tgg 


caa 


att 


gtt 


ggg 


att 


eta 


att 


atg 


ctg 


acc 


gga 


ata 


ata 


ttc 


att 


912 


99 


Trp 


Gin 


He 


Val 


Gly He 


Leu 


He 


Met 


Leu Thr Gly 


He 


He 


Phe 


He 





100 290 295 300 

102 aaa ttt tta 921 

103 Lys Phe Leu 

104 305 

107 <210> SEQ ID NO: 2 

108 <211> LENGTH: 307 

109 <212> TYPE: PRT 

110 <213> ORGANISM: Lactococcus lactis 
112 <400> SEQUENCE: 2 

114 Met Tyr He Tyr Leu Ala Phe Ala Leu Val Gly Gly Phe Leu Leu Ala 

115 15 10 15 

118 Asn Gin Asn Pro lie Asn Ala Asp Leu Arg Lys He Val Gly Ser Pro 

119 20 25 30 

122 Phe Leu Ala Ser Gly lie Ser Asn Phe Val Gly Ser He Phe Leu Gly 

123 35 40 45 

126 He He Thr Leu Val Thr Ser Gin Thr Leu Phe Pro Ser Phe Gin Phe 

127 50 55 60 

130 Val Gly Ser His Pro Val Trp He Trp lie Gly Gly Val Leu Gly Gly 

131 65 70 75 80 
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1 JT 


T 1 ^ 

11C 


rile 


UC Li 


Thr 


Ser 


Asn 


Val 


Leu 


Leu 


Phe 


Pro Arg 


Leu Gly Ala Val 


1 TC 
1 J J 










85 




















95 




1 T. ft 
X J o 


m n 


1 11X 


vdl 


He 


Leu 


rl U 


X X c 


XjG Li 


vji y 


**x y 


He 


Leu 


Met 


Gly Thr 


llC Li 










100 










X U D 










110 






1 A 0 


Tin 

lie 


Asp 


Ser 


Phe 


Gly 


irp 


flic 


nio 


AT a 

r-iX d 




Gin 


Leu 


Pro 


Met 


Thr 


T.oi 1 


1 A *5 
-L ft j 






11 J 










ion 

1ZU 










125 








X *± O 




Arg 


IT 


Leu 


Gly 


V ctx 


Tl p 
1 1C 


Tip 


1 11X 




Ala 


Gly Val 


He 


Val 


Ala 


14 / 




1 J u 










1 j b 










140 










1 CA 
lDu 


Vdl 


Val 


Leu 


Pro 


Asn 


Leu 


Lys 


ulU 


T 

Lys 


blU 


Ala 


Glu 


Thr 


His 


Gin 


Thr 


lbl 


1 A C 

145 










IbU 










155 










160 


lbfl 


Asn 


Leu 


Leu 


Gly Trp 


Arg 


He 


Trp 


Hid 


vax 


He 


Val 


Gly Ala 


Met 


Ser 


Ibb 










165 










1 /u 










175 




Ijo 


Ala 


Ala 


Vjlll 


Gin 


Ala 


He 


Asn 


oi y 


Arg 


Leu 


Gly Val 


Leu 


Leu 


Glu 


Asn 


ICQ 

lby 








180 










lob 










190 






loz 


Thr 


Aia 


Lrin 


Ala 


Thr 


Phe 


Val 


Ser 


Fne 


Fne 


He Gly 


Phe 


Leu 


Ala 


He 


loi 






IOC 

ly b 










O Art 

zUU 










205 








ICC 
1 b b 


Fne 


lie 


v ai 


Ser 


Leu 


Phe 


He 


Asp 


Arg 


Arg 


Leu 


Pro 


Lys 


He 


Ser 


Glu 


lb / 




Z 1U 










215 










220 










1 /U 


Leu 


Lys 


Lys 


Ala 


Lys 


Pro 


Trp 


Asn 


Liiy 


lie 


Gly Gly Phe Leu Gly Ala 


1 /l 


225 










230 










235 










240 


T H A 
1 /4 


Ser 


He 


Val 


Phe 


Ala 


Thr 


Val 


vai 


/\ia 


Val 


Pro 


Gin 


He 


Gly Ala Gly 


I/O 










245 










r n 










255 




1 to 


Leu 


Thr 


He 


Met 


Met 


Gly Leu 


He 


Gly 


bin 


He 


Leu Gly 


Ser 


Met 


Leu 


i / y 








260 










265 










270 






lOZ 


Val 


Gin 


Gin 


Phe 


Gly 


Trp 


Trp 


Arg 


Ser 


Ser 


Lys 


Tyr Gly 


He 


Gin 


He 


J. O O 






275 










280 










285 








loo 


Trp 


Gin 


He 


Val 


Gly 


He 


Leu 


lie 


Met 


Leu 


Thr 


Gly 


He 


He 


Phe 


He 


1 O / 




290 










295 










300 










1 Qf| 

xyu 


Lys 


Phe 


Leu 




























1 Q1 


305 
































J. y 4 


<210> SEQ ID NO: 


3 
























i y o 


<211> LENGTH: 25 
























± y d 


<212> TYPE: 


DNA 


























197 


<213> ORGANISM: 


Artificial sequence 
















i qq 
i y y 


<22 0> FEATURE: 


























zuu 


<223> OTHER 


INFORMATION: 


: Primer 


pyrDaBamHI 












zUz 


<400> SEQUENCE: 


3 
























203 


egggatccat gaccgcacca acagc 




















206 


<210> SEQ ID NO: 


4 
























207 


<211> LENGTH: 28 
























208 


<212> TYPE: 


DNA 


























209 


<213> ORGANISM: 


Artificial sequence 
















211 


<220> FEATURE: 


























212 


<223> OTHER 


INFORMATION: 


: Primer 


pyrDaNcol 












214 


<400> SEQUENCE: 


4 
























215 


catgecatgg ccaaatccat ctttaggc 


















218 


<210> SEQ ID NO: 


5 
























219 


<211> LENGTH: 29 
























220 


<212> TYPE: 


DNA 



























file://C:\CRF4\OUTHOLD\VsrJ586932.htm 



8/7/2006 



RAW SEQUENCE LISTING DATE 
PATENT APPLICATION: US/10/586 , 932 TIME 



Input Set : A:\01-SQ Listing-21 Jul 2006.txt 
Output Set: N:\CRF4\08072006\J586932.raw 

221 <213> ORGANISM: Artificial sequence 

223 <220> FEATURE: 

224 <22 3> OTHER INFORMATION: Primer pyrDaHindlll 
226 <400> SEQUENCE: 5 

22 7 cgtgaagctt gacaaaatag gctgacctc 

230 <210> SEQ ID NO: 6 

231 <211> LENGTH: 20 

232 <212> TYPE: DNA 

233 <213> ORGANISM: Artificial sequence 

235 <220> FEATURE: 

236 <223> OTHER INFORMATION: Primer PSA17 

238 <400> SEQUENCE: 6 

239 atgccgcctc atcatttgac 

242 <210> SEQ ID NO: 7 

243 <211> LENGTH: 2 0 

244 <212> TYPE: DNA 

245 <213> ORGANISM: Artificial sequence 

247 <220> FEATURE: 

248 <22 3> OTHER INFORMATION: Primer PSA2 0 

250 <400> SEQUENCE: 7 

251 atatcatctc ttttggtaat 

254 <210> SEQ ID NO: 8 

255 <211> LENGTH: 28 

256 <212> TYPE: DNA 

257 <213> ORGANISM: Artificial sequence 

259 <220> FEATURE: 

260 <223> OTHER INFORMATION: Primer pyrDblF 

262 <400> SEQUENCE: 8 

263 cggaagatct gatgatgaca gttgtcag 

266 <210> SEQ ID NO: 9 

267 <211> LENGTH: 46 

268 <212> TYPE: DNA 

269 <213> ORGANISM: Artificial sequence 
271 <220> FEATURE: 

2 72 <22 3> OTHER INFORMATION: Primer pyrDblR 

274 <400> SEQUENCE: 9 

275 ctgtactggt ccataagctc ggatccacca aaacaacctg acgctg 

278 <210> SEQ ID NO: 10 

279 <211> LENGTH: 46 

280 <212> TYPE: DNA 

281 <213> ORGANISM: Artificial sequence 

283 <220> FEATURE: 

284 <223> OTHER INFORMATION: Primer pyrDbllF 

286 <400> SEQUENCE: 10 

287 cagcgtcagg ttgttttggt ggatccgagc ttatggacca gtacag 

290 <210> SEQ ID NO: 11 

291 <211> LENGTH: 28 
2 92 <212> TYPE: DNA 

293 <213> ORGANISM: Artificial sequence 
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2 95 <22 0> FEATURE: 

2 96 <223> OTHER INFORMATION: Primer pyrDbllR 

298 <400> SEQUENCE: 11 

299 tcggagatct atccaaggac aagtgcag 28 

302 <210> SEQ ID NO: 12 

303 <211> LENGTH: 17 

304 <212> TYPE: DNA 

305 <213> ORGANISM: Artificial sequence 

307 <220> FEATURE: 

308 <223> OTHER INFORMATION: Primer pyrDbseql 

310 <400> SEQUENCE: 12 

311 tggtggaatt ggggttc 17 

314 <210> SEQ ID NO: 13 

315 <211> LENGTH: 17 

316 <212> TYPE: DNA 

317 <213> ORGANISM: Artificial sequence 

319 <220> FEATURE: 

320 <223> OTHER INFORMATION: Primer pyrDbseq2 
322 <400> SEQUENCE: 13 

32 3 caaggtctgc gaagatg 17 

326 <210> SEQ ID NO: 14 

327 <211> LENGTH: 17 

32 8 <212> TYPE: DNA 

329 <213> ORGANISM: Artificial sequence 

331 <220> FEATURE: 

332 <223> OTHER INFORMATION: Primer pyrDbseq3 

334 <400> SEQUENCE: 14 

335 attgacagaa ctgccag 17 
338 <210> SEQ ID NO: 15 

33 9 <211> LENGTH: 18 

340 <212> TYPE: DNA 

341 <213> ORGANISM: Artificial sequence 

343 <220> FEATURE: 

344 <223> OTHER INFORMATION: Primer DBOR02 

346 <400> SEQUENCE: 15 

347 acttatcgtc cggacttg 18 

350 <210> SEQ ID NO: 16 

351 <211> LENGTH: 18 

3 52 <212> TYPE: DNA 

353 <213> ORGANISM: Artificial sequence 

355 <220> FEATURE: 

356 <223> OTHER INFORMATION: Primer DBOR08 

358 <400> SEQUENCE: 16 

359 cattagaaag cgcacgac 18 

362 <210> SEQ ID NO: 17 

363 <211> LENGTH: 26 

364 <212> TYPE: DNA 

365 <213> ORGANISM: Artificial sequence 
367 <220> FEATURE: 
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c- 
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3 <110> APPLICANT: Martinussen, Jan 

4 Defoor, Els Marie Celine 

6 <120> TITLE OF INVENTION: Orotate Transporter Encoding Marker Genes 

8 <130> FILE REFERENCE: 10556. 204-US 

10 <140> CURRENT APPLICATION NUMBER: US/10/586,932 

10 <141> CURRENT FILING DATE: 2006-07-21 

10 <160> NUMBER OF SEQ ID NOS : 22 

12 <170> SOFTWARE: Patentln version 3.3 



0, 



ERRORED SEQUENCES 



E- 



422 
423 
424 
425 
427 
428 
430 
431 
-> 437 



<210> 
<211> 
<212> 
<213> 
<220> 
<223> 
<400> 



22 



Ct/c 

& 



SEQ ID NO: 
LENGTH: 17 
TYPE: DNA 

ORGANISM: Artificial sequence 
FEATURE : 

OTHER INFORMATION: Primer 268neo 
SEQUENCE: 22 



attccct gatctcg 



17 
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